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<221> CDS 

<222> (58).. (837) 



<400> 1 

cgccgtccat tcgctgcgga gccggaggag gaggggagag gcctggagga caccaac 57 

atg aac aag ttg aaa tea teg cag aag gat aaa gtt cgt cag ttt atg 105 
Met Asn Lys Leu Lys Ser Ser Gin Lys Asp Lys val Arg Gin Phe Met 
15 10 15 

ate ttc aca caa tct agt gaa aaa aca gca gta agt tgt ctt tct caa 153 
lie Phe Thr Gin Ser Ser Glu Lys Thr Ala Val Ser Cys Leu Ser Gin 
20 25 30 

aat gac tgg aag tta gat gtt gca aca gat aat ttt ttc caa aat cct 201 
Asn Asp Trp Lys Leu Asp val Ala Thr Asp Asn Phe Phe Gin Asn Pro 
35 40 45 

gaa ctt tat ata cga gag agt gta aaa gqa tea ttg gac agg aag aag 249 
Glu Leu Tyr He Arg Glu Ser val Lys Gly Ser Leu Asp Arg Lys Lys 
50 55 60 

tta gaa cag ctg tac aat aga tac aaa gac cct caa gat gag aat aaa 297 
Leu Glu Gin Leu Tyr Asn Arg Tyr Lys Asp Pro Gin Asp Glu Asn Lys 
65 70 " 75 80 

att gqa ata gat gqc ata cag cag ttc tgt gat gac ctg gca etc gat 345 
lie Gly lie Asp Gly lie Gin Gin Phe Cys Asp Asp Leu Ala Leu Asp 
85 90 95 

cca gec age att agt gtq ttg att att gca tgg aag ttc aga gca gca 393 
Pro Ala Ser lie Ser Val Leu lie lie Ala Trp Lys Phe Arg Ala Ala 
100 105 110 

aca cag tgc gag ttc tec aaa cag gag ttc atg gat gqc atg aca gaa 441 
Thr Gin Cys Glu Phe Ser Lys Gin Glu Phe Met Asp Gly Met Thr Glu 
115 120 125 

tta gqa tgt gac age ata gaa aaa eta aag gee cag ata ccc aag atg 489 
Leu Gly Cys Asp ser lie Glu Lys Leu Lys Ala Gin lie Pro Lys Met 
130 135 140 

gaa caa gaa ttg aaa gaa cca gqa cga ttt aag gat ttt tac cag ttt 537 
Glu Gin Glu Leu Lys Glu Pro Gly Arg Phe Lys Asp Phe Tyr Gin Phe 
145 150 155 160 

act ttt aat ttt gca aag aat cca gqa caa aaa gqa tta gat eta gaa 585 
Thr Phe Asn Phe Ala Lys Asn Pro Gly Gin Lys Gly Leu Asp Leu Glu 
165 170 175 

atg gec att gec tac tgg aac tta gtq ctt aat gqa aga ttt aaa ttc 633 
Met Ala lie Ala Tyr Trp Asn Leu Val Leu Asn Gly Arg Phe Lys Phe 
180 185 190 

tta gac tta tgg aat aaa ttt ttg ttg gaa cat cat aaa cga tea ata 681 
Leu Asp Leu Trp Asn Lys Phe Leu Leu Glu His His Lys Arg Ser lie 
195 200 205 

cca aaa gac act tgg aat ctt ctt tta gac ttc agt acg atg att gca 729 
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Pro Lys Asp Thr Trp Asn Leu Leu Leu Asp Phe Ser Thr Met lie Ala 
210 215 220 

gat gac atg tct aat tat gat gaa gaa gqa gca tgg cct gtt ctt att 
Asp Asp Met Ser Asn Tyr Asp Glu Glu Gly Ala Trp Pro Val Leu lie 
225 230 235 240 

gat gac ttt gtg gaa ttt gca cgc cct caa att get gqg aca aaa agt 
Asp Asp Phe Val Glu Phe Ala Arg Pro Gin lie Ala Gly Thr Lys Ser 
245 250 255 

aca aca gtg tag cactaaagga accttctaga atgtacatag tctgtacaat 
Thr Thr val 

aaatacaaca gaaaattgea cagtcaattt ctgctggctg g 



<210> 


2 


<211> 


259 


<212> 


PRT 


<213> 


Homo 


<400> 


2 



Met Asn Lys Leu Lys Ser Ser Gin Lys Asp Lys val Arg Gin Phe Met 
1 5 10 " 15 

lie Phe Thr Gin Ser Ser Glu Lys Thr Ala val Ser cys Leu Ser Gin 
20 25 30 

Asn Asp Trp Lys Leu Asp val Ala Thr Asp Asn Phe Phe Gin Asn Pro 
35 40 45 

Glu Leu Tyr lie Arg Glu Ser val Lys Gly Ser Leu Asp Arg Lys Lys 
50 55 60 

Leu Glu Gin Leu Tyr Asn Arg Tyr Lys Asp Pro Gin Asp Glu Asn Lys 
65 70 75 80 

lie Gly lie Asp Gly lie Gin Gin Phe Cys Asp Asp Leu Ala Leu Asp 
85 90 95 

Pro Ala Ser lie Ser val Leu lie lie Ala Trp Lys Phe Arg Ala Ala 
100 105 110 

Thr Gin Cys Glu Phe Ser Lys Gin Glu Phe Met Asp Gly Met Thr Glu 
115 120 125 



Leu Gly cys Asp Ser lie Glu Lys Leu Lys Ala Gin lie Pro Lys Met 
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135 140 



Glu Gin Glu Leu Lys Glu Pro Gly Arg Phe Lys Asp Phe Tyr Gin Phe 
145 150 155 * 160 

Thr Phe Asn Phe Ala Lys Asn Pro Gly Gin Lys Gly Leu Asp Leu Glu 
165 170 175 

Met Ala lie Ala Tyr Trp Asn Leu Val Leu Asn Gly Arg Phe Lys Phe 
180 185 190 

Leu Asp Leu Trp Asn Lys Phe Leu Leu Glu His His Lys Arg Ser lie 
195 200 205 

pro Lys Asp Thr Trp Asn Leu Leu Leu Asp Phe Ser Thr Met lie Ala 
210 215 220 

Asp Asp Met Ser Asn Tyr Asp Glu Glu Gly Ala Trp Pro Val Leu lie 
225 230 235 240 

Asp Asp Phe Val Glu Phe Ala Arg Pro Gin lie Ala Gly Thr Lys Ser 
245 250 255 

Thr Thr val 



<210> 3 

<211> 876 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (16). .(795) 



<400> 3 

ctggaggaca ccaac atg aac aag ttg aaa tea teg cag aag gat aaa gtt 51 
Met Asn Lys Leu Lys Ser Ser Gin Lys Asp Lys Val 
1 5 10 

cgt cag ttt atg ate ttc aca caa tct agt gaa aaa aca gca gta agt 99 
Arg Gin Phe Met lie Phe Thr Gin Ser Ser Glu Lys Thr Ala Val Ser 
15 20 25 

tgt ctt tct caa aat gac tgg aag tta gat gtt gca aca gat aat ttt 147 
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Cys Leu Ser Gin Asn Asp Trp Lys Leu Asp val Ala Thr Asp Asn Phe 
30 35 40 

ttc caa aat cct gaa ctt tat ata cga gag agt gta aaa gqa tea ttg 195 
Phe Gin Asn Pro Glu Leu Tyr lie Arg Glu Ser val Lys Gly Ser Leu 
45 50 ~ 55 60 

gac agg aag aag tta gaa cag ctg tac aat aga tac aaa gac cct caa 243 
Asp Arg Lys Lys Leu Glu Gin Leu Tyr Asn Arg Tyr Lys Asp Pro Gin 
65 70 75 

gat gag aat aaa att gqa ata gat gqc ata cag cag ttc tgt gat gac 291 
Asp Glu Asn Lys lie Gly lie Asp Gly lie Gin Gin Phe Cys Asp Asp 
80 85 90 

ctg gca etc gat cca gec age att agt gtq ttg att att gcg tgg aag 339 
Leu Ala Leu Asp Pro Ala Ser lie Ser val Leu lie lie Ala Trp Lys 
95 100 105 

ttc aga gca gca aca cag tgc gag ttc tec aaa cag gag ttc atg gat 387 
Phe Arg Ala Ala Thr Gin Cys Glu Phe Ser Lys Gin Glu Phe Met Asp 
110 115 120 

gqc atg aca gaa tta gqa tgt gac age aca gaa aaa eta aag gee cag 435 
Gly Met Thr Glu Leu Gly cys Asp ser Thr Glu Lys Leu Lys Ala Gin 
125 130 135 140 

ata ccc aag atg gaa caa gaa ttg aaa gaa cca gqa cga ttt aag gat 483 
lie Pro Lys Met Glu Gin Glu Leu Lys Glu Pro Gly Arg Phe Lys Asp 
145 150 ~ 155 

ttt tac cag ttt act ttt aat ttt gca aag aat cca gqa caa aaa gqa 531 
Phe Tyr Gin Phe Thr Phe Asn Phe Ala Lys Asn Pro Gly Gin Lys Gly 
160 165 170 

tta gat eta gaa atg gee att gee tac tgg aac tta gtq ctt aat gqa 579 
Leu Asp Leu Glu Met Ala lie Ala Tyr Trp Asn Leu val Leu Asn Gly 
175 180 185 

aga ttt aga etc tta gac tta tgg aat aaa ttt ttg ttg gaa cat cat 627 
Arg Phe Arg Leu Leu Asp Leu Trp Asn Lys Phe Leu Leu Glu His His 
190 195 200 

aaa cga tea ata cca aaa gac act tgg aat ctt ctt tta gac ttc agt 675 
Lys Arg Ser lie Pro Lys Asp Thr Trp Asn Leu Leu Leu Asp Phe Ser 
205 ~ 210 215 220 

acg atg att gca gat gac atg tct aat tat gat gaa gaa gqa gca tgg 723 
Thr Met lie Ala Asp Asp Met Ser Asn Tyr Asp Glu Glu Gly Ala Trp 
225 230 235 

cct gtt ctt att gat gac ttt gtq gaa ttt gca cgc cct caa att get 771 
Pro Val Leu lie Asp Asp Phe val Glu Phe Ala Arg Pro Gin lie Ala 
240 245 250 

gqg aca aaa agt aca aca gtq tag eactaaagga accttctaga atgtacatag 825 
Gly Thr Lys Ser Thr Thr val 
255 

tctgtacaat aaatacaaca gaaaattgea cagtcaattt ctgctggctg g 876 



<210> 4 
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<211> 259 
<212> PRT 
<213> Homo sapiens 

<400> 4 

Met Asn Lys Leu Lys Ser ser Gin Lys Asp Lys val Arg Gin Phe Met 
15 10 15 

lie Phe Thr Gin Ser Ser Glu Lys Thr Ala val ser cys Leu Ser Gin 
20 25 30 

Asn Asp Trp Lys Leu Asp val Ala Thr Asp Asn Phe Phe Gin Asn Pro 
35 40 45 

Glu Leu Tyr lie Arg Glu Ser Val Lys Gly Ser Leu Asp Arg Lys Lys 
50 55 60 

Leu Glu Gin Leu Tyr Asn Arg Tyr Lys Asp Pro Gin Asp Glu Asn Lys 
65 70 ~ * 75 80 

lie Gly lie Asp Gly He Gin Gin Phe Cys Asp Asp Leu Ala Leu Asp 
85 90 95 

Pro Ala Ser lie Ser val Leu lie lie Ala Trp Lys Phe Arg Ala Ala 
100 105 * 110 

Thr Gin cys Glu Phe Ser Lys Gin Glu Phe Met Asp Gly Met Thr Glu 
115 120 125 

Leu Gly Cys Asp Ser Thr Glu Lys Leu Lys Ala Gin lie Pro Lys Met 
130 135 140 

Glu Gin Glu Leu Lys Glu Pro Gly Arg Phe Lys Asp Phe Tyr Gin Phe 
145 150 ~ 155 160 

Thr Phe Asn Phe Ala Lys Asn Pro Gly Gin Lys Gly Leu Asp Leu Glu 
165 170 175 

Met Ala lie Ala Tyr Trp Asn Leu Val Leu Asn Gly Arg Phe Arg Leu 
180 185 190 

Leu Asp Leu Trp Asn Lys Phe Leu Leu Glu His His Lys Arg Ser lie 
195 200 205 
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Pro Lys Asp Thr Trp Asn Leu Leu Leu Asp Phe Ser Thr Met lie Ala 
210 215 220 

Asp Asp Met Ser Asn Tyr Asp Glu Glu Gly Ala Trp Pro Val Leu lie 
225 230 235 240 

Asp Asp Phe val Glu Phe Ala Arg Pro Gin lie Ala Gly Thr Lys Ser 
245 250 255 

Thr Thr Val 



<210> 5 

<211> 64 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> DNA nucleotide sequence encoding the siRNA construct designed to 
target expression of the SCCRO gene 

<400> 5 

gatccccgtt cagagcagca acacagttca agagactgtg ttgctgctct gaactttttg 60 
gaaa 64 

<210> 6 

<211> 60 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Nucleotide sequence encoding control siRNA 
<400> 6 

gatcccccgt ctacctacac tccctcttca agagagaggg agtgtaggta gacgttttta 60 
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